Semi-wild huangqi of 1, 2, 3, 4, 5, 8, and 10 years of age was collected separately from Hunyuan County (Table 1) in September 2012. 1-year-old huangqi had 5 samples; 2-year-old huangqi had 8 samples; 3-year-old huangqi had 8 samples; 4-year-old huangqi had 8 samples; 5-year-old huangqi had 5 samples; 8-year-old huangqi had 3 samples and 10-year-old huangqi had 1 sample.
Semi-wild huangqi of 1, 2, 3, 4, 5, 8, and 10 years of age was collected separately from Hunyuan County (Table 1) in September 2012.
The above-ground parts were retained as plant specimens. The roots were dried in the sun for experimental analysis.
Sections for a negative control experiment were treated with 70% alcohol for 1 month to remove flavonoids and saponins.
Segments of the roots of 10-year-old huangqi (length 80 cm, diameter 2.9 cm) were cut transversely (5 mm thick) at 5-cm intervals from the root-head to the root-tail. These segments were used to prepare paraffin sections.
Huangqi samples of 1,2, 3, 4, and 5 years of age were used for microscopic examination of growth rings. Root segments were cut at approximately 2 cm from the root-head, excluding any rotten tissue. Parts of the segments were cut (5 mm thick), and from these, paraffin sections were prepared (as described previously) for light microscopic observation. Other parts of the segments were sectioned at 1-mm thickness by hand and stained with phloroglucinol-HCl.
Huangqi samples were classified into three categories based on the extent of rotten tissue: (A) "normal," (B) "small rotten heart" (rotten tissue < 1/3 of the total diameter), and (C) "large rotten heart" (rotten tissue ≥ 1/3 of the total diameter).
All samples were authenticated by Professor Huasheng Peng (School of Pharmacy, Anhui University of Chinese Medicine) with reference to the Flora of China [27] .
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The standard curves of the HPLC method, the correlation between growth rings and age, and correlations between the concentrations of the six examined bioactive constituents (calycosin, calycosin-7-glucoside, formononetin, ononin, astragaloside A, and astragaloside II) and age were analyzed using SPSS 19.0 software. The T test we used was two-sided. P-value <0.05 indicated that there was significant difference, whereas P ≥ 0.05 indicated that there was no significant difference. Data of the concentration of six compounds are expressed as the mean ± standard deviations.
The T test we used was two-sided. P-value <0.05 indicated that there was significant difference, whereas P ≥ 0.05 indicated that there was no significant difference. SPSS 19.0 software was used to analyze the correlation between growth rings (X) and age (Y). The result showed a significant correlation (Y = X, r = 1.000, P = 0.000).
The correlations between years of growth and the four flavonoids were as follows: calycosin-7-glucoside (P = 0.88, r = 0.08), ononin (P = 0.848, r = -0.102), calycosin (P = 0.859, r = -0.095), and formononetin (P = 0.657, r = -0.233). There were thus no significant correlations between these four flavonoids and years of growth.
The SPSS analysis results for the relationship between years of growth and astragaloside A revealed a high correlation (P = 0.029, r = -0.909). The relationship between years of growth and astragaloside II also showed high correlation (P = 0.012, r = -0.858). Table 1 TRR: the number of growth rings observed with the naked eye after staining of transverse sections with phloroglucinol-HCl reagent TRM: the number of growth rings observed using light microscopy -a: the number of growth rings was not clearly observed after staining of transverse sections with phloroglucinol-HCl reagent The yellow arrows represent growth rings.
Not applicable for my study

Resources
A description of all resources used should be included in the Methods section, with enough information to allow them to be uniquely identified. The table below should be completed with confirmation that this was done (i.e. included in the Methods section) or is not applicable. If this has not been completed, but is applicable, you should contact the journal editorial staff before proceeding.
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•Antibodies: report source, catalogue code, characteristics, dilutions and how they were validated for the system under study.
•Cell lines: report source, whether identity has been authenticated and whether tested for mycoplasma contamination. We encourage researchers to check the NCBI database for contamination of cell lines.
•Organisms: report source, species, strain, sex, age, husbandry, inbred and strain characteristics of transgenic and mutant animals.
• 
Availability of data and materials
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